
Table 2 Set of genes pairs with the highest changes in expression level. Listed are the genes significantly associated 

with each of the genetic resistance profiles in acute lymphoblastic and myeloblastic leukemia cells of patients, 

selected according to Spearman’s correlation test. The probe sets are ranked according to the fold change and p-

value. For each drug, 10 genes with the highest up- and down regulation are given 
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