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            1                                                                                                                                          130 
BatAAY8886  ATGAAAATTT TAATTTTTGC TTTCTTAGCT AATTTAGCTA AAGCACAGGA AGGATGCGGT ATCATCAGTA GAAAACCGCA ACCTAAAATG GCACAAGTCT CATCTTCTCG TCGGGGCGTT TATTATAATG 
QIA98583.1     ATGTTTG TTTTTCTTGT TTTATTGCCA CTAGTCTCTA GT---CAGTG TGTTAATCTT ACAACCAGAA CTCAATTACC CCCTGCATA- -CACTAAT-T CTTTCACACG T---GGTGTT TATTACCCTG 
 Consensus  ...AaaaTTg TaaTTcTTGc TTTaTTacCa aaagTagCTA aa...CAGga aGgaaaccgT AcaAcCAGaA caaAAccaCa aCCTaaAaa. .CACaAaT.T CaTccaCaCG T...GGcGTT TATTAcaaTG 
 
            131                                                                                                                                        260 
BatAAY8886  ATGACATTTT CCGTTCTGAT GTGTTACACC TCACACAGGA TTACTTCCTG CCATTTGACT CAAATTTAAC TCAGTACTTT TCGCTTAATG T---GGATTC AGATAGGTAT ACCTATTTTG ACAACCCCAT 
QIA98583.1  ACAAAGTTTT CAGATCCTCA GTTTTACATT CAACTCAGGA CTTGTTCTTA CCTTTCTTTT CCAATGTTAC TTGGTTCCAT GCTATACATG TCTCTGGGAC CAATGGTACT AAGAGGTTTG ATAACCCTGT 
 Consensus  AcaAaaTTTT CaGaTCcgaa GTgTTACAcc caACaCAGGA cTacTTCcTa CCaTTcgacT CaAATgTaAC TcaGTaCcaT gCgaTaaATG T...gGagaC aaATaGgaaT AacaagTTTG AcAACCCcaT 
 
            261                                                                                                                                        390 
BatAAY8886  ACTAGACTTT GGTGATGGCG TTTATTTCGC TGCCACTGAA AAGTCTAACG TAATAAGAGG CTGGATTTTT GGTTCATCTT TTGATAACAC CACCCAGTCA GCTGTTATAG TTAATAATTC AACACACATT 
QIA98583.1  CCTACCATTT AATGATGGTG TTTATTTTGC TTCCACTGAG AAGTCTAACA TAATAAGAGG CTGGATTTTT GGTACTACTT TAGATTCGAA GACCCAGTCC CTACTTATTG TTAATAACGC TACTAATGTT 
 Consensus  aCTAcaaTTT aaTGATGGcG TTTATTTcGC TgCCACTGAa AAGTCTAACa TAATAAGAGG CTGGATTTTT GGTaCaaCTT TaGATaacAa cACCCAGTCa ccacTTATaG TTAATAAcgC aACaaAcaTT 
 
            391                                                                                                                                        520 
BatAAY8886  ATTATACGTG TGTGTAATTT TAACTTATGT AAAGAACCCA TGTATACTGT TAGTAG--AG GTACACAGCA AAA------- ------TGC- --CTGGGTTT ATCAGAGTGC ATTTAATTGT ACATATGACC 
QIA98583.1  GTTATTAAAG TCTGTGAATT TCAATTTTGT AATGATCCAT TTTTGGGTGT TTATTACCAC AAAAACAACA AAAGTTGGAT GGAAAGTGAG TTCAGAGTTT ATTCTAGTGC GAATAATTGC ACTTTTGAAT 
 Consensus  aTTATaaaaG TcTGTaAaTT TaAaTTaTGT AAaGAaCCaa TgTagacTGT TaaTaa..Ac aaAaACAaCA AAA....... ......TGa. ..CaGaGTTT ATcagAGTGC aaaTAATTGc ACaTaTGAac 
 
            521                                                                                                                                        650 
BatAAY8886  GAGTGGAAAA GAGTTTTCAA CTTGACACTA CTCCTAAAAC TGGAAATTTT AAAGACCTAC GTGAGTATGT CTTTAAAAAT AGGGATGGCT TTCTGTCTGT CTACCAAACT TATACTGCTG TTAATTTACC 
QIA98583.1  ATGTCTCTCA GCCTTTTCTT ATGGACCTTG AAGGAAAACA GGGTAATTTC AAAAATCTTA GGGAATTTGT GTTTAAGAAT ATTGATGGTT ATTTTAAAAT ATATTCTAAG CACACGCCTA TTAATTTAGT 
 Consensus  aaGTcgaaaA GacTTTTCaa aTgGACacTa aaccaAAAaa gGGaAATTTc AAAaAcCTaa GgGAaTaTGT cTTTAAaAAT AggGATGGcT aTcTgaaaaT aTAccaaAag cAcACgcCTa TTAATTTAcc 
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            651                                                                                                                                        780 
BatAAY8886  CAGAGGACTA CCCACGGGTT TCTCAGTCTT GAAACCAATT TTAAAATTGC CCTTTGGAAT TAATATCACT TCTTATAGAG TAGTTATGGC AATGTTTAG- ---------- --CC-----A AACTACTTCT 
QIA98583.1  GCGTGATCTC CCTCAGGGTT TTTCGGCTTT AGAACCATTG GTAGATTTGC CAATAGGTAT TAACATCACT AGGTTTCAAA CTTTACTTGC TTTACATAGA AGTTATTTGA CTCCTGGTGA TTCTTCTTCA 
 Consensus  caGaGaaCTa CCcaaGGGTT TcTCaGccTT aaAACCAaTg gTAaAaTTGC CaaTaGGaAT TAAcATCACT acgTaTaaAa cagTaaTgGC aaTacaTAG. .......... ..CC.....A aaCTaCTTCa 
 
            781                                                                                                                                        910 
BatAAY8886  AATTTTTTAC CAGAAAGTGC TGCTTATTAT GTTGGTAATC TTAAATATTC TACCTTCATG CTCCGATTTA ATGAAAATGG GACGATCACG GATGCTGTAG ATTGTTCCCA AAATCCTCTT GCTGAATTAA 
QIA98583.1  GGTTGGACAG CTGGTGCTGC AGCTTATTAT GTGGGTTATC TTCAACCTAG GACTTTTCTA TTAAAATATA ATGAAAATGG AACCATTACA GATGCTGTAG ACTGTGCACT TGACCCTCTC TCAGAAACAA 
 Consensus  aaTTggacAc CaGaaacTGC aGCTTATTAT GTgGGTaATC TTaAAcaTac gACcTTcaTa cTaaaATaTA ATGAAAATGG aACcATcACa GATGCTGTAG AcTGTgCaCa aaAcCCTCTc gCaGAAacAA 
 
            911                                                                                                                                       1040 
BatAAY8886  AATGCACCAT TAAAAATTTC AATGTTGACA AAGGAATCTA CCAAACATCC AACTTCAGAG TTTCACCCAC TCAAGAGGTT ATTAGATTTC CTAACATTAC AAATCGCTGT CCTTTTGACA AGGTTTTTAA 
QIA98583.1  AGTGTACGTT GAAATCCTTC ACTGTAGAAA AAGGAATCTA TCAAACTTCT AACTTTAGAG TCCAACCAAC AGAATCTATT GTTAGATTTC CTAATATTAC AAACTTGTGC CCTTTTGGTG AAGTTTTTAA 
 Consensus  AaTGcACcaT gAAAaacTTC AaTGTaGAaA AAGGAATCTA cCAAACaTCc AACTTcAGAG TccaACCaAC acAAgagaTT aTTAGATTTC CTAAcATTAC AAAccgcTGc CCTTTTGaca AaGTTTTTAA 
 
            1041                                                                                                                                      1170 
BatAAY8886  TGCTACTCGC TTTCCTAATG TTTATGCATG GGAGAGAACA AAAATCTCTG ATTGTGTTGC TGACTACACT GTTCTCTACA ACTCAACCTC TTTCTCGACT TTTAAATGTT ATGGAGTGTC TCCATCTAAG 
QIA98583.1  CGCCACCAGA TTTGCATCTG TTTATGCTTG GAACAGGAAG AGAATCAGCA ACTGTGTTGC TGATTATTCT GTCCTATATA ATTCCGCATC ATTTTCCACT TTTAAGTGTT ATGGAGTGTC TCCTACTAAA 
 Consensus  cGCcACcaGa TTTcCaaaTG TTTATGCaTG GaAcAGaAaa AaAATCacca AcTGTGTTGC TGAcTAcaCT GTcCTaTAcA AcTCaaCaTC aTTcTCcACT TTTAAaTGTT ATGGAGTGTC TCCaaCTAAa 
 
            1171                                                                                                                                      1300 
BatAAY8886  TTGATTGACC TATGCTTTAC AAGTGTGTAT GCTGATACAT TCTTGATAAG ATCTTCTGAA GTAAGACAAG TTGCACCAGG TGAAACTGGT GTTATTGCTG ACTACAATTA CAAGTTGCCT GATGATTTCA 
QIA98583.1  TTAAATGATC TCTGCTTTAC TAATGTCTAT GCAGATTCAT TTGTAATTAG AGGTGATGAA GTCAGACAAA TCGCTCCAGG GCAAACTGGA AAGATTGCTG ATTATAATTA TAAATTACCA GATGATTTTA 
 Consensus  TTaAaTGAcC TaTGCTTTAC aAaTGTcTAT GCaGATaCAT TcgTaATaAG AgcTgaTGAA GTaAGACAAa TcGCaCCAGG gcAAACTGGa aagATTGCTG AcTAcAATTA cAAaTTaCCa GATGATTTcA 
 
            1301                                                                                                                                      1430 
BatAAY8886  CTGGCTGTGT AATTGCTTGG AATACTGCTA AACATGATAC T--------- GGCAATTATT ACTAC----- -AGATCTCAT CGCAAGACTA AGTTAAAGCC TTTTGAGAGA GACCTGTCTT CTGA------ 
QIA98583.1  CAGGCTGCGT TATAGCTTGG AATTCTAACA ATCTTGATTC TAAGGTTGGT GGTAATTATA ATTACCTGTA TAGATTGTTT AGGAAGTCTA ATCTCAAACC TTTTGAGAGA GATATTTCAA CTGAAATCTA 
 Consensus  CaGGCTGcGT aATaGCTTGG AATaCTaacA AaCaTGATaC T......... GGcAATTATa AcTAC..... .AGATcgcaT aGcAAGaCTA AgcTaAAaCC TTTTGAGAGA GAcaTgTCaa CTGA...... 
 
            1431                                                                                                                                      1560 
BatAAY8886  ------CGAT GG-------- -TAATGGTGT -----GTATA CA------CT CTC------- AACATATGAC TTTAACCCTA ACGTTCCAGT AGCATATCAG GCTACTAGGG TTGTTGTACT CTCTTTTGAA 
QIA98583.1  TCAGGCCGGT AGCACACCTT GTAATGGTGT TGAAGGTTTT AATTGTTACT TTCCTTTACA ATCATATGGT TTCCAACCCA CTAATGGTGT TGGTTACCAA CCATACAGAG TAGTAGTACT TTCTTTTGAA 
 Consensus  ......CGaT aG........ .TAATGGTGT .....GTaTa aA......CT cTC....... AaCATATGac TTcaAaCCcA acaaTccaGT aGcaTAcCAa cCaaacAGaG TaGTaGTACT cTCTTTTGAA 
 
            1561                                                                                                                                      1690 
BatAAY8886  CTTCTTAATG CACCTGCTAC AGTTTGTGGA CCTAAATTAT CCACAGAACT AGTTAAGAAC CAGTGTGTTA ATTTCAATTT CAATGGACTT AAAGGTACTG GTGTTTTGAC TTCTTCTTCA AAAAGATTCC 
QIA98583.1  CTTCTACATG CACCAGCAAC TGTTTGTGGA CCTAAAAAGT CTACTAATTT GGTTAAAAAC AAATGTGTCA ATTTCAACTT CAATGGTTTA ACAGGCACAG GTGTTCTTAC TGAGTCTAAC AAAAAGTTTC 
 Consensus  CTTCTaaATG CACCaGCaAC aGTTTGTGGA CCTAAAaaaT CcACaaAacT aGTTAAaAAC aAaTGTGTcA ATTTCAAcTT CAATGGacTa AaAGGcACaG GTGTTcTgAC TgagTCTaaa AAAAaaTTcC 
 
            1691                                                                                                                                      1820 
BatAAY8886  AGTCATTTCA ACAATTTGGT CGTGACACAT CTGACTTTAC GGATTCAGTA CGTGACCCAC AGACTTTAGA AATACTTGAC ATTTCACCTT GTTCCTTTGG TGGTGTTAGT GTTATCACAC CTGGAACGAA 
QIA98583.1  TGCCTTTCCA ACAATTTGGC AGAGACATTG CTGACACTAC TGATGCTGTC CGTGATCCAC AGACACTTGA GATTCTTGAC ATTACACCAT GTTCTTTTGG TGGTGTCAGT GTTATAACAC CAGGAACAAA 
 Consensus  aGcCaTTcCA ACAATTTGGc aGaGACAcag CTGACacTAC gGATgCaGTa CGTGAcCCAC AGACacTaGA aATaCTTGAC ATTaCACCaT GTTCcTTTGG TGGTGTcAGT GTTATaACAC CaGGAACaAA 
 
            1821                                                                                                                                      1950 
BatAAY8886  CGCCTCATCA GAGGTAGCTG TTCTCTATCA AGATGTAAAT TGCACTGATG TCCCTACAGC AATACGTGCA GATCAATTAA CACCTGCTTG GCGCGTTTAT TCCACTGGAG TAAATGTGTT TCAAACACAA 
QIA98583.1  TACTTCTAAC CAGGTTGCTG TTCTTTATCA GGATGTTAAC TGCACAGAAG TCCCTGTTGC TATTCATGCA GATCAACTTA CTCCTACTTG GCGTGTTTAT TCTACAGGTT CTAATGTTTT TCAAACACGT 
 Consensus  caCcTCaaaa cAGGTaGCTG TTCTcTATCA aGATGTaAAc TGCACaGAaG TCCCTacaGC aATaCaTGCA GATCAAcTaA CaCCTaCTTG GCGcGTTTAT TCcACaGGag caAATGTgTT TCAAACACaa 
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            1951                                                                                                                                      2080 
BatAAY8886  GCTGGCTGTC TTATAGGAGC TGAGCATGTC AACGCCTCTT ATGAGTGTGA CATTCCTATT GGTGCAGGCA TTTGTGCTAG TTACCATACA GCTTCTG-TT CT-------- ---ACGTAGT ACCGGCCAGA 
QIA98583.1  GCAGGCTGTT TAATAGGGGC TGAACATGTC AACAACTCAT ATGAGTGTGA CATACCCATT GGTGCAGGTA TATGCGCTAG TTATCAGACT CAGACTAATT CTCCTCGGCG GGCACGTAGT GTAGCTAGTC 
 Consensus  GCaGGCTGTc TaATAGGaGC TGAaCATGTC AACaaCTCaT ATGAGTGTGA CATaCCcATT GGTGCAGGcA TaTGcGCTAG TTAcCAgACa cagaCTa.TT CT........ ...ACGTAGT acaGccaaga 
 
            2081                                                                                                                                      2210 
BatAAY8886  AATCAATTGT TGCCTATACT ATGTCACTGG GTGCTGAAAA TTCCATTGCA TACGCTAATA ATTCAATTGC CATACCTACA AATTTTTCAA TCAGTGTCAC TACAGAAGTG ATGCCTGTTT CAATGGCTAA 
QIA98583.1  AATCCATCAT TGCCTACACT ATGTCACTTG GTGCAGAAAA TTCAGTTGCT TACTCTAATA ACTCTATTGC CATACCCACA AATTTTACTA TTAGTGTTAC CACAGAAATT CTACCAGTGT CTATGACCAA 
 Consensus  AATCaATcaT TGCCTAcACT ATGTCACTgG GTGCaGAAAA TTCaaTTGCa TACgCTAATA AcTCaATTGC CATACCcACA AATTTTaCaA TcAGTGTcAC cACAGAAaTg aTaCCaGTgT CaATGaCcAA 
 
            2211                                                                                                                                      2340 
BatAAY8886  AACAGCCGTG GATTGTACTA TGTACATCTG CGGTGATTCT TTAGAGTGCA GCAACTTACT ATTGCAGTAT GGAAGCTTTT GCACACAACT CAATCGTGCC CTCACTGGCA TTGCTATAGA ACAGGACAAA 
QIA98583.1  GACATCAGTA GATTGTACAA TGTACATTTG TGGTGATTCA ACTGAATGCA GCAATCTTTT GTTGCAATAT GGCAGTTTTT GTACACAATT AAACCGTGCT TTAACTGGAA TAGCTGTTGA ACAAGACAAA 
 Consensus  aACAgCaGTa GATTGTACaA TGTACATcTG cGGTGATTCa acaGAaTGCA GCAAccTacT aTTGCAaTAT GGaAGcTTTT GcACACAAcT aAAcCGTGCc cTaACTGGaA TaGCTaTaGA ACAaGACAAA 
 
            2341                                                                                                                                      2470 
BatAAY8886  AACACTCAGG AGGTCTTTGC CCAGGTTAAA CAAATGTACA AGACACCTGC CATAAAGGAC TTTGGCGGTT TCAATTTTTC ACAAATATTG CCTGACCCTT CAAAGCCAAC GAAGAGATCA TTTATTGAAG 
QIA98583.1  AACACCCAAG AAGTTTTTGC ACAAGTCAAA CAAATTTACA AAACACCACC AATTAAAGAT TTTGGTGGTT TTAATTTTTC ACAAATATTA CCAGATCCAT CAAAACCAAG CAAGAGGTCA TTTATTGAAG 
 Consensus  AACACcCAaG AaGTcTTTGC aCAaGTcAAA CAAATgTACA AaACACCacC aATaAAaGAc TTTGGcGGTT TcAATTTTTC ACAAATATTa CCaGAcCCaT CAAAaCCAAc cAAGAGaTCA TTTATTGAAG 
 
            2471                                                                                                                                      2600 
BatAAY8886  ACTTGCTCTT CAATAAAGTG ACTCTCGCTG ATGCTGGCTT TATGAAACAA TATGGTGACT GCCTAGGTGA TGTTAGTGCT AGAGACCTTA TCTGTGCCCA GAAGTTCAAT GGACTTACTG TGCTACCGCC 
QIA98583.1  ATCTACTTTT CAACAAAGTG ACACTTGCAG ATGCTGGCTT CATCAAACAA TATGGTGATT GCCTTGGTGA TATTGCTGCT AGAGACCTCA TTTGTGCACA AAAGTTTAAC GGCCTTACTG TTTTGCCACC 
 Consensus  AccTaCTcTT CAAcAAAGTG ACaCTcGCaG ATGCTGGCTT cATcAAACAA TATGGTGAcT GCCTaGGTGA TaTTacTGCT AGAGACCTcA TcTGTGCaCA aAAGTTcAAc GGaCTTACTG TgcTaCCaCC 
 
            2601                                                                                                                                      2730 
BatAAY8886  ACTGCTCACA GATGAGATGG TTGCTGCATA CACAGCTGCG CTAGTTAGTG GTACTGCTAC GGCGGGCTGG ACGTTTGGTG CAGGTGCAGC TCTTCAAATA CCATTTGCTA TGCAAATGGC TTATAGGTTT 
QIA98583.1  TTTGCTCACA GATGAAATGA TTGCTCAATA CACTTCTGCA CTGTTAGCGG GTACAATCAC TTCTGGTTGG ACCTTTGGTG CAGGTGCTGC ATTACAAATA CCATTTGCTA TGCAAATGGC TTATAGGTTT 
 Consensus  acTGCTCACA GATGAaATGa TTGCTcaATA CACagCTGCa CTagTaacgG GTACaaccAC ggCgGGcTGG ACcTTTGGTG CAGGTGCaGC acTaCAAATA CCATTTGCTA TGCAAATGGC TTATAGGTTT 
 
            2731                                                                                                                                      2860 
BatAAY8886  AATGGCATTG GAGTTACTCA AAATGTTCTC TATGAGAACC AAAAGCTGAT AGCCAATCAG TTTAATAGTG CTATAGGCAA AATTCAAGAA TCATTATCAT CTACTGCAAG TGCACTAGGA AAACTGCAGG 
QIA98583.1  AATGGTATTG GAGTTACACA GAATGTTCTC TATGAGAACC AAAAATTGAT TGCCAACCAA TTTAATAGTG TTATTGGCAA AATTCAAGAC TCACTTTCTT CCACAGCAAG TGCACTTGGA AAACTTCAAG 
 Consensus  AATGGcATTG GAGTTACaCA aAATGTTCTC TATGAGAACC AAAAacTGAT aGCCAAcCAa TTTAATAGTG cTATaGGCAA AATTCAAGAa TCAcTaTCaT CcACaGCAAG TGCACTaGGA AAACTgCAaG 
 
            2861                                                                                                                                      2990 
BatAAY8886  ATGTGGTTAA CCAAAATGCA CAAGCTCTTA ACACGCTTGT TAAACAACTC AGCTCTAATT TTGGAGCTAT CTCAAGTGTG TTAAATGATA TTCTCTCTCG CCTTGATAAA GTTGAGGCAG AAGTTCAAAT 
QIA98583.1  ATGTGGTCAA CCAAAATGCA CAAGCTTTAA ACACGCTTGT TAAACAACTT AGCTCCAATT TTGGTGCAAT TTCAAGTGTT TTAAATGATA TCCTTTCACG TCTTGACAAA GTTGAGGCTG AAGTGCAAAT 
 Consensus  ATGTGGTcAA CCAAAATGCA CAAGCTcTaA ACACGCTTGT TAAACAACTc AGCTCcAATT TTGGaGCaAT cTCAAGTGTg TTAAATGATA TcCTcTCaCG cCTTGAcAAA GTTGAGGCaG AAGTgCAAAT 
 
            2991                                                                                                                                      3120 
BatAAY8886  TGACAGGTTG ATTACAGGCA GATTGCAAAG CCTTCAAACC TACGTAACAC AACAACTTAT CAGAGCTGCT GAAATCAGAG CTTCTGCTAA TCTTGCTGCT ACTAAAATGT CTGAGTGCGT TCTTGGACAA 
QIA98583.1  TGATAGGTTG ATCACAGGCA GACTTCAAAG TTTGCAGACA TATGTGACTC AACAATTAAT TAGAGCTGCA GAAATCAGAG CTTCTGCTAA TCTTGCTGCT ACTAAAATGT CAGAGTGTGT ACTTGGACAA 
 Consensus  TGAcAGGTTG ATcACAGGCA GAcTgCAAAG ccTgCAaACa TAcGTaACaC AACAAcTaAT cAGAGCTGCa GAAATCAGAG CTTCTGCTAA TCTTGCTGCT ACTAAAATGT CaGAGTGcGT aCTTGGACAA 
 
            3121                                                                                                                                      3250 
BatAAY8886  TCAAAAAGAG TTGATTTCTG TGGAAAAGGC TACCACCTTA TGTCCTTCCC TCAATCAGCA CCTCACGGTG TCGTTTTTCT ACATGTCACA TATGTGCCAT CACAAGAGAA AAACTTCACA ACAGCTCCAG 
QIA98583.1  TCAAAAAGAG TTGATTTTTG TGGAAAGGGC TATCATCTTA TGTCCTTCCC TCAGTCAGCA CCTCATGGTG TAGTCTTCTT GCATGTGACT TATGTCCCTG CACAAGAAAA GAACTTCACA ACTGCTCCTG 
 Consensus  TCAAAAAGAG TTGATTTcTG TGGAAAaGGC TAcCAcCTTA TGTCCTTCCC TCAaTCAGCA CCTCAcGGTG TaGTcTTccT aCATGTcACa TATGTcCCag CACAAGAaAA aAACTTCACA ACaGCTCCaG 
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            3251                                                                                                                                      3380 
BatAAY8886  CTATTTGTCA CGAAGGCAAA GCTTATTTCC CTCGTGAAGG TGTCTTTGTG TCTAATGGCA CTTCTTGGTT TATTACGCAG AGGAATTTTT ACTCTCCACA ATTAATTACA ACAGATAATA CTTTTGTTTC 
QIA98583.1  CCATTTGTCA TGATGGAAAA GCACACTTTC CTCGTGAAGG TGTCTTTGTT TCAAATGGCA CACACTGGTT TGTAACACAA AGGAATTTTT ATGAACCACA AATCATTACT ACAGACAACA CATTTGTGTC 
 Consensus  CcATTTGTCA cGAaGGaAAA GCacAcTTcC CTCGTGAAGG TGTCTTTGTg TCaAATGGCA CacacTGGTT TaTaACaCAa AGGAATTTTT AcgaaCCACA AaTaATTACa ACAGAcAAcA CaTTTGTgTC 
 
            3381                                                                                                                                      3510 
BatAAY8886  TGGTAATTGT GATGTCGTGA TCGGCATCAT TAATAATACT GTTTATGATC CTCTGCAGCC TGAACTTGAC TCGTTTAAGG AAGAGCTGGA CAAGTACTTC AAAAATCATA CATCACCAGA TGTTGATCTT 
QIA98583.1  TGGTAACTGT GATGTTGTAA TAGGAATTGT CAACAACACA GTTTATGATC CTTTGCAACC TGAATTAGAC TCATTCAAGG AGGAGTTAGA TAAATATTTT AAGAATCATA CATCACCAGA TGTTGATTTA 
 Consensus  TGGTAAcTGT GATGTcGTaA TaGGaATcaT cAAcAAcACa GTTTATGATC CTcTGCAaCC TGAAcTaGAC TCaTTcAAGG AaGAGcTaGA cAAaTAcTTc AAaAATCATA CATCACCAGA TGTTGATcTa 
 
            3511                                                                                                                                      3640 
BatAAY8886  GGCGACATTT CAGGCATTAA TGCTTCAGTC GTCAACATTC AAAAGGAGAT TGACCGACTC AATGAGGTTG CCAAAAACCT AAATGAATCA CTCATTGACC TCCAAGAACT TGGGAAATAT GAGCAATACA 
QIA98583.1  GGTGACATCT CTGGCATTAA TGCTTCAGTT GTAAACATTC AAAAAGAAAT TGACCGCCTC AATGAGGTTG CCAAGAATTT AAATGAATCT CTCATCGATC TCCAAGAACT TGGAAAGTAT GAGCAGTATA 
 Consensus  GGcGACATcT CaGGCATTAA TGCTTCAGTc GTaAACATTC AAAAaGAaAT TGACCGaCTC AATGAGGTTG CCAAaAAccT AAATGAATCa CTCATcGAcC TCCAAGAACT TGGaAAaTAT GAGCAaTAcA 
 
            3641                                                                                                                                      3770 
BatAAY8886  TCAAGTGGCC TTGGTATGTT TGGCTCGGCT TTATTGCTGG ACTAATTGCC ATCGTCATGG TTACAATCTT GCTTTGTTGC ATGACCAGCT GTTGCAGTTG TCTCAAGGGT GCATGCTCTT GTGGTTCGTG 
QIA98583.1  TAAAATGGCC ATGGTACATT TGGCTAGGTT TTATAGCTGG CTTGATTGCC ATAGTAATGG TGACAATTAT GCTTTGCTGT ATGACCAGTT GCTGTAGTTG TCTCAAGGGC TGTTGTTCTT GTGGATCCTG 
 Consensus  TaAAaTGGCC aTGGTAcaTT TGGCTaGGcT TTATaGCTGG acTaATTGCC ATaGTaATGG TgACAATcaT GCTTTGcTGc ATGACCAGcT GcTGcAGTTG TCTCAAGGGc gcaTGcTCTT GTGGaTCcTG 
 
            3771                                                              3834 
BatAAY8886  CTGCAAATTT GATGAGGACG ACTCTGAGCC AGTGCTCAAA GGAGTCAAAT TACATTACAC ATAA 
QIA98583.1  CTGCAAATTT GATGAAGACG ACTCTGAGCC AGTGCTCAAA GGAGTCAAAT TACATTACAC ATAA 
 Consensus  CTGCAAATTT GATGAaGACG ACTCTGAGCC AGTGCTCAAA GGAGTCAAAT TACATTACAC ATAA 
 


